(b) LacZ mRNA/MSNP1AS expression levels quantified by RT-PCR. The transcript levels in the blue-stained somatosensory cortex (S1) were higher than those in the non-stained auditory cortex (A) and hypothalamus (H), i.e. the transcription was enhanced in blue-stained regions.
(c) (1) Quantitative summary of LacZ mRNA expression levels in (b). The transcript level in the blue-stained S1 was higher than those in the non-stained A and H. *P < 0.05 by Student's t tests. (2) Quantitative summary of MSNP1AS expression levels in (b). The transcript level in the blue-stained S1 was higher than those in the non-stained A and H. *P < 0.05 by Student's t tests.
